iO/S7509* 

sequence ^wmite'tpcrm <u mm 

<110> KYOWA HAKKO KOGYO CO., LTD . 

<1 20 > Process for producing the antibody composition using RNA which inhibits 
a function of £t.l,6-fucosyl transferase 

<130> 11621W01 

<150> P2003-350167 
<151> 2003-10-09 

<160> 35 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 2008 
<212>. DNA 

<213> Cricetulus griseus 
<400> 1 



aacagaaact 


tattttcctg 


tgtggctaac 


tagaaccaga 


gtacaatgtt 


tccaattctt 


60 


tgagctccga 


gaagacagaa 


gggagttgaa 


actctgaaaa 


tgcgggcatg 


gactggttcc 


120 


tggcgttgga 


ttatgctcat 


tctttttgcc 


tgggggacct 


tattgtttta 


tataggtggt 


180 


catttggttc 


gagataatga 


ccaccctgac 


cattctagca 


gagaactctc 


caagattctt 


240 


gcaaagctgg 


agcgcttaaa 


acaacaaaat 


gaagacttga 


ggagaatggc 


tgagtctctc 


300 


cgaataccag 


aaggccctat 


tgatcagggg 


acagctacag 


gaagagtccg 


tgttttagaa 


360 


gaacagcttg 


ttaaggccaa 


agaacagatt 


gaaaattaca 


agaaacaagc 


taggaatgat 


420 


ctgggaaagg 


atcatgaaat 


cttaaggagg 


aggattgaaa 


atggagctaa 


agagctctgg 


480 



1/38 



ttttttctac aaagtgaatt gaagaaatta aagaaattag aaggaaacga actccaaaga 540 
catgcagatg aaattctttt ggatttagga catcatgaaa ggtctatcat gacagatcta 600 
tactacctca gtcaaacaga tggagcaggt gagtggcggg aaaaagaage caaagatctg 660 
acagagctgg tccagcggag aataacatat ctgcagaatc ccaaggactg cagcaaagcc 720 
agaaagctgg tatgtaatat caacaaaggc' tgtggctatg gatgtcaact ccatcatgtg 780 
gtttactgct tcatgattgc ttatggcacc cagcgaacac tcatcttgga atctcagaat 840 
tggcgctatg ctactggagg atgggagact gtgtttagac ctgtaagtga gacatgcaca 900 
gacaggtctg gcctctccac tggacactgg tcaggtgaag tgaaggacaa aaatgttcaa 960 
gtggtcgagc tccccattgt agacagcctc catcctcgtc ctccttactt acccttggct 1020 
gtaccagaag accttgcaga tcgactcctg agagtccatg gtgatcctgc agtgtggtgg 1080 
gtatcccagt ttgtcaaata cttgatccgt ccacaacctt ggctggaaag ggaaatagaa 1140 
gaaaccacca agaagcttgg cttcaaacat ccagttattg gagtccatgt cagacgcact 1200 
gacaaagtgg gaacagaagc agccttccat cccattgagg aatacatggt acacgttgaa 1260 
gaacattttc agcttctcga acgcagaatg aaagtggata aaaaaagagt gtatctggcc 1320 
actgatgacc cttctttgtt aaaggaggca aagacaaagt actccaatta tgaatttatt 1380 
agtgataact ctatttcttg gtcagctgga ctacacaacc gatacacaga aaattcactt 1440 
cggggcgtga tcctggatat acactttctc tcccaggctg acttccttgt gtg.tactttt 1500 
tcatcccagg tctgtagggt tgcttatgaa atcatgcaaa cactgcatcc tgatgcctct 1560 
gcaaacttcc attctttaga tgacatctac tattttggag gccaaaatgc ccacaaccag 1620 
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attgcagttt atcctcacca acctcgaact 
atcattggtg tggctggaaa ccattggaat 
ggaaaaacag gcctgtaccc ttcctacaaa 
cctacatatc ctgaagctga aaaatagaga 
gttcagacca tctcagccaa gcagaagacc 
gctccgcacc aagagcaagt gggaaccctc 
gaagggctgc tgtgccctca agcccatg 

<210> 2 
<211> 1728 
<212> DNA 

<213> Mus musculus . 
<400> 2 

atgcgggcat ggactggttc ctggcgttgg 

ttgttatttt atataggtgg tcatttggtt 

agagaactct ccaagattct tgcaaagctt 

aggcgaatgg ctgagtctct ccgaatacca 

ggaagagtcc gtgttttaga agaacagctt 

aagaaacaag ctagaaatgg tctggggaag 

aatggagcta aagagctctg gttttttcta 
gaaggaaatg aactccaaag acatgcagat 



aaagaggaaa tccccatgga acctggagat 1680 
ggttactcta aaggtgtcaa cagaaaacta 1740 
gt'ccgagaga agatagaaac agtcaaatac 1800 
tggagtgtaa gagattaaca acagaattta 1860 
cagactaaca tatggttcat tgacagacat 1920 
agatgctgca ctggtggaac gcctctttgt 1980 

2008 



attatgctca ttctttttgc ctgggggacc 60 

cgagataatg accaccctga tcactccagc 120 

gaacgcttaa aacagcaaaa tgaagacttg 180 

gaaggcccca ttgaccaggg gacagctaca 240 

gttaaggcca aagaacagat tgaaaattac. 300 

gatcatgaaa tcttaagaag gaggattgaa 360 

caaagcgaac tgaagaaatt aaagcattta 420 

gaaattcttt tggatttagg acaccatgaa 480 
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aggtctatca tgacagatct atactacctc agtcaaacag atggagcagg ggattggcgt 540 
gaaaaagagg ccaaagatct gacagagctg gtccagcgga gaataacata.tctccagaat 600 
cctaaggact gcagcaaagc caggaagctg gtgtgtaaca tcaataaagg ctgtggctat 660 
ggttgtcaac tccatcacgt ggtctactgt ttcatgattg cttatggcac ccagcgaaca 720 
ctcatct.tgg aatctcagaa ttggcgctat gctactggtg gatgggagac tgtgtttaga 780 
cctgtaagtg agacatgtac agacagatct ggcctctcca ctggacactg gtcaggtgaa 840 
gtaaatgaca aaaacattca agtggtcgag ctccccattg tagacagcct ccatcctcgg 900 
cctccttact taccactggc tgttccagaa gac'cttgcag accgactcct aagagtccat 960 
ggtgaccctg cagtgtggtg ggtgtcccag tttgtcaaat acttgattcg tccacaacct 1020 
tggctggaaa aggaaataga agaagccacc aagaagcttg gcttcaaaca tccagttatt 1080 
ggagtccatg tcagacgcac agacaaagtg ggaacagaag cagccttcca ccccatcgag 1140 
gagtacatgg taeacgttga agaacatttt cagcttctcg cacgcagaat gcaagtggat 1200 
aaaaaaagag tatatctggc tactgatgat cctactttgt taaaggaggc aaagacaaag 1260 
tactccaatt atgaatttat tagtgataac tctatttctt ggtcagctgg actacacaat 1320 
cggtacacag aaaattcact tcggggtgtg atcctggata tacactttct ctcacaggct 1380 
gactttctag tgtgtacttt ttcatcccag gtctgtcggg ttgcttatga aatcatgcaa 1440 
.accctgcatc ctgatgcctc tgcgaacttc cattctttgg atgacatcta ctattttgga 1500 
ggccaaaatg cccacaatca gattgctgtt tatcctcaca aacctcgaac tgaagaggaa 1560 
attccaatgg aacctggaga tatcattggt gtggctggaa accattggga tggttattct 1620 
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aaaggtatca acagaaaact tggaaaaaca 
aagatagaaa cagtcaagta tcccacatat 

<210> 3 
<211> 979 
<212> DNA 

<213> Rattus norvegicus 
<400> 3 

actcatcttg gaatctcaga attggcgcta 
acctgtaagt gagacatgca cagacagatc 
agtgaatgac aaaaatattc aagtggtgga 
gcctccttac ttaccactgg ctgttccaga 
tggtgatcct gcagtgtggt gggtgtccca 
ttggctagaa aaggaaatag aagaagccac 
tggagtccat gtcagacgca cagacaaagt 
agagtacatg gtacatgttg aagaacattt 
taaaaaaaga gtatatctgg ctaccgatga 
gtactccaat tatgaattta ttagtgataa 
tcggtacaca gaaaattcac ttcggggcgt 
tgacttccta gtgtgtactt tttcatccca 
aaccctgcat cctgatgcct ctgcaaactt 
aggccaaaat gcccacaacc agattgccgt 



ggcttatatc cctcctacaa agtccgagag 1680 
cctgaagctg aaaaatag 172S 



tgctactggt ggatgggaga ct-gtgtttag 60 

tggcctctcc actggacact ggtcaggtga 120 

gctccccatt gtagacagcc ttcatcctcg 180 

agaccttgca gatcgactcg taagagtcca 240 

gttcgtcaaa tatttgattc gtccacaacc 300 

caagaagctt ggcttcaaac atccagtcat 360 

gggaacagag gcagccttcc atcccatcga 420 

tcagcttctc gcacgcagaa tgcaagtgga 480 

ccctgctttg ttaaaggagg caaagacaaa 540 

ctctatttct tggtcagctg gactacacaa 600 

gatcctggat atacactttc tctctcaggc 660 

ggtctgtcgg gttgcttatg aaatcatgca 720 

ccactcttta gatgacatct actattttgg 780 

ttatcctcac aaacctcgaa ctgatgagga 840 
5/38 



1> II ■ 

aattccaatg gaacctggag atatcattgg tgtggctgga aaccattggg atggttattc '900 
taaaggtgtc aacagaaaac ttggaaaaac aggcttatat ccctcctaca aagtccgaga 960 
gaagatagaa acggtcaag 979 

<210> 4 
<211> 1728 
<212> DNA 

<213> Homo Sapience 

<400> 4 ' . 

atgcggccat ggactggttc ctggcgttgg attatgctca ttctttttgc ctgggggacc 60 

ttgctgtttt atataggtgg tcacttggta cgagataatg accatcctga tcactctagc 120 

cgagaactgt ccaagattct ggcaaagctt gaacgcttaa aacagcagaa tgaagacttg 180 

aggcgaatgg ccgaatctct ccggatacca gaaggcccta ttgatcaggg gccagctata 240 

ggaagagtac gcgttttaga agagcagctt gttaaggcca aagaacagat tgaaaattac 300 

aagaaacaga ccagaaatgg tctggggaag gatcatgaaa tcctgaggag gaggattgaa 360 

aatggagcta aagagctctg gtttttccta cagagtgaat tgaagaaatt aaagaactta 420 

gaaggaaatg aactccaaag acatgcagat gaatttcttt tggatttagg acatcatgaa 480 

aggtctataa tgacggatct atactacctc agtcagacag atggagcagg tgattggcgg 540 

gaaaaagagg ccaaagatct gacagaactg gttcagcgga gaataacata tcttcagaat 600 

cccaaggact gcagcaaagc caaaaagctg gtgtgtaata tcaacaaagg ctgtggctat 660 

ggctgtcagc tccatcatgt ggtctactgc ttcatgattg catatggcac ccagcgaaca 720 
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ctcatcttgg aatctcagaa ttggcgctat 
cctgtaagtg agacatgcac agacagatct 
gtgaaggaca aaaatgttca agtggtcgag 
cctccatatt tacccttggc tgtaccagaa 
ggtgaccctg cagtgtggtg ggtgtctcag 
tggctagaaa aagaaataga agaagccacc 
ggagtccatg tcagacgcac agacaaagtg 
gagtacatgg tgcatgttga agaacatttt 
aaaaaaagag. tgtatttggc cacagatgac 
taccccaatt atgaatttat tagtgataac 
cgatacacag aaaattcact tcgtggagtg 
gacttcctag tgtgtacttt ttcatcccag 
acactacatc ctgatgcctc tgcaaacttc 
ggccagaatg cccacaatca aattgccatt 
attcccatgg aacctggaga tatcattggt 
aaaggtgtca acaggaaatt gggaaggacg 
aagatagaaa cggtcaagta ccccacatat 

<210> 5 
<211> 575 
<212> PRT 



gctactggtg gatgggagac tgtatttagg 780 

ggcatctcca ctggacactg gtcaggtgaa 840 

cttcccattg tagacagtct tcatccccgt 900 

gacctcgcag atcgacttgt acgagtgcat 960 

tttgtcaaat acttgatccg cccacagcct 1020 

aagaagcttg gcttcaaaca tccagttatt 1080 

ggaacagaag ctgccttcca tcccattgaa 1140 

cagcttcttg cacgcagaat gcaagtggac 1200 

ccttctttat taaaggaggc aaaaacaaag 1260 

tctatttcct ggtcagctgg actgcacaat 1320 

atcctggata tacattttct ctctcaggca 1380 

gtctgtcgag ttgcttatga aattatgcaa 1440 

cattctttag atgacatcta ctattttggg 1500 

tatgctcacc aaccccgaac tgcagatgaa 1560 

gtggctggaa atcattggga tggctattct 1620 

ggcctatatc cctcctacaa agttcgagag 1680 
cctgaggctg agaaataa 1728 
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<213> Cricetulus griseus 
<400> 5 

Met Arg Ala Trp Thr Gly Ser Trp Arg Trp He Met Leu He Leu Phe 
1 . 5 10 15 

Ala Trp Gly Thr Leu LeU Phe Tyr He Gly Gly His Leu Val Arg Asp 
20 25 30 

Asn Asp His Pro Asp His Ser Ser Arg Glu Leu Ser Lys lie Leu Ala 
35 40 45 

Lys Leu Glu Arg Leu Lys Gin Gin Asn Glu Asp Leu Arg Arg Met Ala 
50 • 55 60 

Glu Ser Leu Arg He Pro Glu Gly Pro lie Asp Gin Gly Thr Ala Thr 
65 70 75 80 

Gly Arg Val Arg Val Leu Glu Glu Gin Leu Val Lys Ala Lys Glu Gin 
85 90 95 

He Glu Asn Tyr Lys Lys Gin Ala Arg Asn Asp Leu Gly Lys Asp His 
100 105 no 

Glu He Leu Arg Arg Arg He Glu Asn Gly Ala Lys Glu Leu Trp Phe 
115 120 125 

Phe Leu Gin Ser Glu Leu Lys Lys Leu Lys Lys Leu Glu Gly Asn Glu 
130 135 140 

Leu Gin Arg His Ala Asp Glu He Leu Leu Asp Leu Gly His His Glu 
145 150 155 160 

Arg Ser He Met Thr Asp Leu Tyr Tyr Leu Ser Gin Thr Asp Gly Ala 
165 170 175 

Gly Glu Trp Arg Glu Lys Glu Ala Lys Asp Leu Thr Glu Leu Val Gin 
180 185 190 
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Arg Arg lie Thr Tyr Leu Gin Asn Pro Lys Asp Cys Ser Lys Ala Arg 
195 200 205 

Lys Leu Vai Cys Asn He Asn Lys Gly Cys Gly Tyr Gly Cys Gin. Leu 
210 215 220 

His His Val Val Tyr Cys Phe Met He Ala Tyr Gly Thr Gin Arg Thr 
225 230 235 240 

Leu He Leu Glu Ser Gin Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu 
245 250 255 

Thr Val Phe Arg Pro Val Ser Glu Thr Cys Thr Asp Arg Ser Gly Leu 
260 265 270 

Ser Thr Gly His Trp Ser Gly Glu Val Lys Asp Lys Asn Val Gin Val 
275 280 285 

Val Glu Leu Pro He Val Asp Ser Leu His Pro Arg Pro, Pro Tyr Leu 
290 295 300 

Pro Leu Ala Val Pro Glu Asp Leu Ala Asp Arg Leu Leu Arg Val His 
305 310 315 320 

Gly Asp Pro Ala Val Trp Trp Val Ser Gin Phe Val Lys Tyr Leu He 
325 330 335 

Arg Pro Gin Pro Trp Leu Glu Arg Glu lie Glu Glu Thr Thr Lys Lys 
340 345 350 

Leu Gly Phe Lys His Pro Val He Gly Val His Val Arg Arg Thr Asp 
355 360 365 

Lys Val Gly Thr Glu Ala Ala Phe His Pro He Glu Glu Tyr Met Val 
370 375 380 



His Val Glu Glu His Phe Gin Leu Leu Glu Arg Arg Met Lys Val Asp 
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385 



390 



395 



400 



Lys Lys Arg Val Tyr Leu Ala Thr Asp Asp Pro Ser Leu Leu Lys. Glu 
405 410 415 

Ala Lys Thr Lys Tyr Ser Asn Tyr Glu Phe lie. Ser Asp Asn Ser lie 
420 425 430 

Ser Trp Ser Ala Gly Leu His Asn Arg Tyr Thr Glu Asn Ser Leu Arg 
435 440 445 

Gly Val lie Leu Asp lie His Phe Leu Ser Gin Ala Asp Phe Leu Val 
450 455 460 

Cys Thr Phe Ser Ser Gin Val Cys Arg Val Ala Tyr Glu lie Met Gin 
465 470 475 480 

Thr Leu His Pro Asp Ala Ser Ala Asn Phe His Ser Leu Asp Asp lie 
485 490 495 

Tyr Tyr Phe Gly. Gly Gin Asn Ala His Asn Gin He Ala Val Tyr Pro 
500 505 510 

His Gin Pro Arg Thr Lys Glu Glu He Pro Met Glu Pro Gly Asp lie 
515 520 525 

lie Gly Val Ala Gly Asn His Trp Asn Gly Tyr Ser Lys Gly Val. Asn 
530 535 540 

Arg Lys Leu Gly Lys Thr Gly Leu Tyr Pro Ser Tyr Lys Val Arg Glu 
545 550 555 560 

Lys He Glu Thr Val Lys Tyr Pro Thr Tyr Pro Glu. Ala Glu Lys 
565 570 



<210> 6 
<2il> 575 
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<212> PRT 

<213> Mus musculus 
<400> 6 

Met Arg Ala Trp Thr Gly Ser Trp Arg Trp He Met Leu He Leu Phe 
15 10 15 

Ala Trp Gly. Thr Leu Leu Phe Tyr He Gly Gly His Leu Val Arg Asp 
20 25 30 

Asn Asp His Pro-Asp His Ser Ser Arg Glu Leu Ser Lys He Leu Ala 
35 40 45 

Lys Leu Glu Arg Leu Lys Gin Gin Asn Glu Asp Leu Arg Arg Met Ala 
50 55 60 

Glu Ser Leu Arg lie Pro Glu Gly Pro lie Asp Gin Gly Thr Ala Thr 
65 70 75 80 

Gly Arg Val Arg Val Leu Glu Glu Gin Leu Val Lys Ala Lys Glu Gin 
85 90 95 

lie Glu Asn Tyr Lys Lys Gin Ala Arg Asn Gly Leu Gly Lys Asp His 
100 105 110 

Glu He Leu Arg Arg Arg He Glu Asn Gly Ala Lys Glu Leu Trp Phe 
115 120 125 

Phe Leu Gin Ser Glu Leu Lys Lys Leu Lys His Leu Glu Gly Asn Glu 
130 135 140 

Leu Gin Arg His Ala Asp Glu He Leu Leu Asp Leu Gly His His Glu 
145 150 155 160 

Arg Ser He Met Thr Asp Leu Tyr Tyr Leu Ser Gin Thr Asp Gly Ala 
165 170 175 

Gly Asp Trp Arg Glu Lys Glu Ala Lys Asp Leu Thr Glu Leu Val Gin 
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180 



185 



190 



Arg Arg lie Thr Tyr Leu Gin Asn Pro Lys Asp Cys Ser Lys Ala Arg 
195 200 205 

Lys Leu Val Cys Asn He Asn Lys Gly Cys Gly Tyr Gly Cys Gin Leu 
210 215 220 

His His Val Val Tyr Cys Phe Met lie Ala Tyr Gly Thr Gin Arg Thr 
225 230 235 " 240 

Leu He Leu Glu Ser Gin Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu 
245 . 250 255 

Thr Val Phe Arg Pro Val Ser Glu Thr Cys Thr Asp Arg Ser Gly Leu 
260 265 270 

Ser Thr Gly His Trp Ser Gly Glu Val Asn Asp Lys Asn He Gin Val 
275 280 285 

Val Glu Leu Pro He Val Asp Ser Leu His Pro Arg Pro Pro Tyr Leu 
290 295 300 

Pro Leu Ala Val Pro Glu Asp Leu Ala Asp Arg Leu Leu Arg Val His 
305 310 315 320 

Gly Asp Pro Ala Val Trp Trp Val Ser Gin Phe Val Lys Tyr Leu He 
325 330 335 

Arg Pro Gin Pro Trp Leu Glu Lys Glu He Glu Glu Ala Thr Lys Lys 
340 345. 350 

Leu Gly Phe Lys His Pro Val He Gly Val His Val Arg Arg Thr Asp 
355 360 365 



Lys Val Gly Thr Glu Ala Ala Phe His Pro He Glu Glu Tyr Met Val 
370 375 380 
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His Val Glu Glu His Phe Gin Leu Leu Ala Arg Arg Met Gin Val Asp 
385 390 395 400 



Lys Lys Arg Val Tyr Leu Ala Thr Asp Asp Pro Thr Leu Leu Lys Glu 
405 410 415 

Ala Lys Thr Lys Tyr Ser Asn Tyr Glu Phe lie Ser Asp Asn Ser He 

420 425 430 

Ser Trp Ser Ala Gly Leu His Asn Arg Tyr Thr Glu Asn Ser Leu Arg 
435 440 445 

Gly Val He Leu Asp He His Phe Leu Ser Gin Ala Asp Phe Leu Val 
450 455 460 . 

Cys Thr Phe Ser Ser Gin Val Cys Arg Val Ala Tyr Glu He Met Gin 
465 470 475 480 

Thr Leu His Pro Asp Ala Ser Ala Asn Phe His Ser Leu Asp Asp He 
485 490 495 



Tyr Tyr Phe Gly Gly Gin Asn Ala His Asn Gin He Ala Val Tyr Pro 
500 505 510 

His Lys Pro Arg Thr Glu Glu Glu He Pro Met Glu Pro. Gly Asp He 
515 520 525 

He Gly Val Ala Gly Asn His Trp Asp Gly Tyr Ser Lys Gly He Asn 
530 535 540 

Arg Lys Leu Gly Lys Thr Gly Leu Tyr Pro Ser Tyr Lys Val Arg Glu 
545 550 555 560 



Lys He Glu Thr Val Lys Tyr Pro Thr Tyr Pro Glu Ala Glu Lys 
565 570 



<210> 7 
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<211> 575 
<212> PRT 

<214> Rattus norvegicus 



<400> 7 

Met Arg Ala Trp Thr Gly Ser Trp Arg Trp lie Met Leu lie Leu Phe 
1 5. 10 15 

Ala Trp Gly Thr Leu Leu Phe Tyr He Gly Gly His Leu Val Arg Asp 
20 " 25 30 

Asn Asp His Pro Asp His Ser Ser Arg Glu Leu Ser Lys lie Leu Ala 
35 40 45 

Lys Leu Glu Arg Leu Lys Gin Gin Asn Glu Asp Leu Arg Arg Met Ala 
50 55 60 

Glu Ser Leu Arg lie Pro Glu Gly Pro lie Asp Gin Gly Thr Ala Thr 
65 70 75 80 

Gly Arg Val Arg Val Leu Glu Glu Gin Leu Val Lys Ala Lys Glu Gin 
85 90 95 

He Glu Asn Tyr Lys Lys Gin Ala Arg Asn Gly Leu Gly Lys Asp His. 
100 105 HO 

Glu lie Leu Arg Arg Arg He Glu Asn Gly Ala Lys Glu Leu Trp Phe 
115 120 125 

Phe Leu Gin Ser Glu Leu Lys Lys Leu Lys His Leu Glu Gly Asn Glu 
130 135 140 

Leu Gin Arg His Ala Asp Glu He Leu Leu Asp Leu Gly His His Glu 
145 150 155 160 



Arg Ser He Met Thr Asp Leu Tyr Tyr Leu Ser Gin Thr Asp Gly Ala 
165 170 175 
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Gly Asp Trp Arg Glu Lys Glu Ala Lys Asp Leu Thr Glu Leu Val Gin 
180 185 190 

Arg Arg He Thr Tyr Leu Gin Asn Pro Lys Asp Cys Ser Lys Ala Arg 
195 200 205 

Lys Leu Val Cys Asn He Asn Lys Gly Cys Gly Tyr Gly Cys Gin Leu 
210 215 220 

His His Val Val Tyr Cys Phe Met lie Ala Tyr Gly Thr Gin Arg Thr 
225 230 235 240 

Leu He Leu Glu Ser Gin Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu 
245 250 255 

Thr Val Phe Arg Pro Val Ser Glu Thr Cys. Thr Asp Arg Ser Gly Leu 
260 265 270 

Ser Thr Gly His Trp Ser Gly Glu Val Asn Asp Lys Asn He Gin Val 
275 280 285 

Val Glu Leu Pro He Val Asp Ser Leu His Pro Arg Pro Pro Tyr Leu 
290 295 300 

Pro Leu Ala Val Pro Glu Asp Leu Ala Asp Arg Leu Val Arg Val His 
305 310 315 320 

Gly Asp Pro Ala Val Trp Trp Val Ser Gin Phe Val Lys Tyr Leu He 
325 330 335 

Arg Pro Gin Pro Trp Leu Glu Lys Glu He Glu Glu Ala Thr Lys Lys 
340 345 350 

Leu Gly Phe Lys His Pro Val He Gly Val His Val Arg Arg Thr Asp 
355 360 365 



Lys Val Gly Thr Glu Ala Ala Phe His Pro He Glu Glu Tyr Met Val 
370 375 380 
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His Val Glu Glu His Phe Gin Leu Leu Ala Arg Arg Met Gin Val Asp 
385 390 395 - 400 



Lys. Lys Arg Val Tyr Leu Ala Thr Asp Asp Pro Ala Leu Leu Lys Glu 
405 410 415 

Ala Lys Thr Lys Tyf Ser Asn Tyr Glu Phe He Ser Asp Asn Ser He 
420 425 430 

Ser Trp Ser Ala Gly Leu His Asn Arg Tyr Thr Glu Asn Ser Leu Arg 
435 440 445 

Gly Val lie Leu Asp He His Phe Leu Ser Gin Ala Asp Phe Leu Val 
450 455 460 

Cys Thr Phe Ser Ser Gin Val Cys Arg Val Ala Tyr Glu He Met Gin 
465 470 . 475 480 

Thr Leu His Pro Asp Ala Ser Ala Asn Phe His Ser Leu Asp Asp He 
485 490 495 

Tyr Tyr Phe Gly Gly Gin Asn Ala His Asn Gin He Ala Val Tyr Pro 
500 505 510 

His Lys Pro Arg Thr Asp Glu Glu He Pro Met Glu Pro Gly Asp He 
515 520 . 525 

He Gly Val Ala Gly Asn His Trp Asp Gly Tyr Ser Lys Gly Val Asn 
530 535 540 

Arg Lys Leu Gly Lys Thr Gly Leu Tyr Pro Ser Tyr Lys Val Arg Glu 
545 550 555 560 



Lys He Glu Thr Val Lys Tyr Pro Thr Tyr Pro Glu Ala Glu Lys 
565 570 
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<210> 8 

<211> 575 

<212> PRT 

<215> Homo Sapience 

<400> 8 

Met Arg Pro Trp Thr Gly Ser Trp Arg Trp He Met Leu He Leu Phe 
1 5 10 15 

Ala Trp Gly Thr Leu Leu Phe Tyr" lie Gly Gly His Leu Val Arg Asp 
20 25 30 

Asn Asp His Pro Asp His Ser Ser Arg Glu Leu Ser Lys He- Leu Ala 
35 40 45 

Lys Leu Glu Arg Leu Lys Gin Gin Asn Glu Asp Leu Arg Arg Met Ala 
50 55 60 

Glu Ser Leu Arg lie Pro Glu Gly Pro He Asp Gin Gly Pro Ala He 
65 70 75 80 

Gly Arg Val Arg Val Leu Glu Glu Gin Leu Val Lys Ala Lys Glu Gin 
85 90 95 

He Glu Asn Tyr Lys Lys Gin Thr Arg Asn Gly Leu Gly Lys Asp His 
100 105 110 

Glu He Leu Arg Arg Arg He Glu Asn Gly Ala Lys Glu Leu Trp Phe 
115 120 125 

Phe Leu Gin Ser Glu Leu Lys Lys Leu Lys Asn Leu Glu Gly Asn Glu 
130 135 140 

Leu Gin Arg His Ala Asp Glu Phe Leu Leu Asp Leu Gly His His Glu 
145 150 155 160 

Arg Ser He Met Thr Asp Leu Tyr Tyr Leu Ser Gin Thr Asp Gly Ala 
165 170 175 
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Gly Asp Trp Arg Glu Lys Glu Ala Lys Asp Leu Thr Glu Leu Val Gin 
180 185 190. 

Arg Arg He Thr Tyr Leu Gin Asn Pro Lys Asp Cys Ser Lys Ala Lys 
195 200 205 

Lys Leu Val Cys Asn lie Asn Lys Gly Cys Gly Tyr Gly Cys Gin Leu 
210 215 220 

His His Val Val Tyr Cys Phe Met lie Ala Tyr Gly Thr Gin Arg Thr 
225 230 235 240 

Leu He Leu Glu Ser Gin Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu 
245 250 255 

Thr Val Phe Arg Pro Val Ser Glu Thr Cys Thr Asp Arg Ser Gly He 
260 265 270 

Ser Thr Gly His Trp Ser Gly Glu Val Lys Asp Lys Asn Val Gin Val 
275 280 285 

Val Glu Leu Pro He Val Asp Ser Leu His Pro Arg Pro Pro Tyr Leu 
290 295 300 

Pro Leu. Ala Val Pro Glu Asp Leu Ala Asp Arg Leu Val Arg Val His 
305 310 315 320 

Gly Asp Pro Ala Val Trp Trp Val Ser Gin Phe Val Lys Tyr Leu He 
325 330 335 

Arg Pro Gin Pro Trp Leu Glu Lys Glu He Glu Glu Ala Thr Lys Lys 
340 345 350 

Leu Gly Phe Lys His Pro Val He Gly Val His' Val Arg Arg Thr Asp 
355 360 365 



Lys Val Gly Thr Glu Ala Ala Phe His Pro lie Glu Glu Tyr Met Val 
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370 



375 



380 



His Val Glu Glu His Phe Gin- Leu Leu Ala Arg Arg Met Gin Val Asp 
385 390 395 400 

Lys Lys Arg Val Tyr Leu Ala Thr Asp Asp Pro Ser Leu Leu Lys Glu 
405 410 415 

Ala Lys Thr Lys Tyr Pro Asn Tyr Glu Phe He Ser Asp Asn Ser He 
420 425 430 

Ser Trp Ser Ala Gly Leu His Asn Arg Tyr Thr Glu Asn Ser Leu Arg 
435 440 445 

Gly Val He Leu Asp He His Phe Leu Ser Gin Ala Asp Phe Leu Val 
450 455 460 

Cys Thr Phe Ser Ser Gin Val Cys Arg Val Ala Tyr Glu He Met Gin 
465 470 475 480 

Thr Leu His Pro Asp Ala Ser Ala Asn Phe His Ser Leu Asp Asp He 
485 490 495 

Tyr Tyr Phe Gly Gly Gin Asn Ala His Asn Gin He Ala He Tyr Ala 
500 505 510 

His Gin Pro Arg Thr Ala Asp Glu He Pro Met Glu Pro Gly Asp He 
515 520 525 

He Gly Val Ala Gly Asn His Trp Asp Gly Tyr Ser Lys Gly Val Asn 
530 535 540 

Arg Lys Leu Gly Arg Thr Gly Leu Tyr Pro Ser Tyr Lys Val Arg Glu 
545 550 555 560 



Lys He Glu Thr Val Lys Tyr Pro Thr Tyr Pro Glu Ala Glu Lys 
565 570 
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<210> 9 
<211> 40 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 9 

gaagggaguu gaaacucuga aaaugcgggc auggacuggu 

<210> 10 
<211> 31 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 10 

gaggagaaug gcugagucuc uccgaauacc a 

<210> 11 

<211> 33 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 11 

ccaaagacau gcagaugaaa uucuuuugga uuu 

<210> 12 
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<211> 35 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 12 

ucuuggaauc ucagaauugg cgcuaugcua cugga 



<210> 13 

<211> 32 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 13 

auacacagaa aauucacuuc ggggcgugau cc 



<210> 14 

<211> 34 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 14 

ucaucccagg ucuguagggu ugcuuaugaa auca 



<210> 15 
<211> 36 
<212> RNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 15 

caucuacuau uuuggaggcc aaaaugccca caacca 36 

<210> 16 
<211> 31 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 16 

ugcacuggug gaacgccucu uugugaaggg c 31 

<210> 17 

<211> 34 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 17 

caagaagcuu ggcuucaaac auccaguuau ugga 34 

<210> 18 
<211> 35 
<212> RNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 18 

uauggcaccc agcgaacacu caucuuggaa ucuca 



<210> 19 
<211> 31 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 19 

gaggcgaaug gcugagucuc uccgaauacc a 

<210> 20 
<2U> 31 
<212> RNA 

<213> Artificial Sequence 

j 

<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 20 

gaggcgaaug gccgaaucuc uccggauacc a 

<210> 21 

<211> 33 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
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<400> 21 

ccaaagacau gcagaugaau uucuuuugga uuu 



<210> 22 
<211> 35 
<212>RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 22 

ucuuggaauc ucagaauugg cgcuaugcua cuggu 



<210> 23 
<211> 32 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 23 

guacacagaa aauucacuuc ggggugugau cc 



<210> 24 

<211> 32 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 24 
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auacacagaa aauucacuuc guggagugau cc 



<210> 25 

<211> 32 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 25 

guacacagaa aauucacuuc ggggcgugau cc 

<210> 26 
<211> 34 
<212> RNA 

< 213 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:. Synthetic RNA 
<400> 26 

ucaucccagg ucugucgggu ugcuuaugaa auca 

<210> 27 
<211> 34 
<212> RNA 

< 213 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 27 

ucaucccagg ucugucgagii ugcuuaugaa auua 
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<210> 28 
<211> 36 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 28 

caucuacuau uuuggaggcc aaaaugccca caauca 

<210> 29 

<211> 36 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 

<400> 29 

caucuacuau uuugggggcc agaaugccca caauca 

<210> 30 
<211> 34 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic RNA 
<400> 30 

caagaagcuu ggcuucaaac auccagucau ugga 
<210> 31 
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<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 31 

gtctgaagca ttatgtgttg aagc 

<210> 32 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 32 

gtgagtacat tcattgtact gtg 



<210> 33 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 33 

ttcccagtca cgacgtt 



<210> 34 
<211> 17 
<212> DNA 
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<213> Artificial Sequence 



<220> 

< 2 2 3 > Description of Artificial Sequence: 




<400> 34 

caggaaacag etatgac 



17 



<210> 35 
<211> 18 
<212> PRT 

<213> Homo sapiens 

<220> 

<400> 35 

Asp Glu Ser He Tyr Ser Asn Tyr Tyr Leu Tyr Glu Ser Lie Pro Lys 

1 5 10 15 

Pro Cys 

<210> 36 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 36 

atcctcgtcc tccttactta cc 22 

<210> 37 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 37 

tccagctgac caagaaatag ag 



<210> 38 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 38 

gatatcgctg cgctcgtcgt cgac 



<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 39 

caggaaggaa. ggctggaaga gage 



<210> 40 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 40 
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cccaagcttg atatcaaggt cgggcaggaa gagggcctat 



40 



<210> 41 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 41 

gctctagaga tatcaaaaaa ggtaccgagc tcggtgtttc gtcctttcca ca 52 

<210> 42 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 42 

cgaatggctg agtctctccg aataccagaa cttcctgtca ttctggtatt cggagagact 60 
cagccattcg gtac 74 

<210> 43 

<211> 74 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 43 
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f I 

cgaatggctg agtctctccg aataccagaa tgacaggaag ttctggtatt cggagagact 60 
cagccattcg agct 74 



<210> 44 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 44 

cccagcgaac actcatcttg gaatctcaga cttcctgtca tctgagattc caagatgagt 60 



gttcgctggg gtac 74 



<210> 45 

<211> 74 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 45 

cccagcgaac actcatcttg gaatctcaga 
gttcgctggg agct 



tgacaggaag tctgagattc caagatgagt 60 

74 



<210> 46 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic .DNA 
<400> 46 

ggcagctgcg ccagggtttt cccagtcacg ac 

<210> 47 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 47 

cccagctgaa aaaaggtacc ctatgagctc ggggttggtt tttg 

<210> 48 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 48 

taaatagaat tcggcatcat gtggcagctg ct 

<210> 49 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 49 

aataaaggat cctggggtca tttgtcttga gggt 34 

<210> 50 

<211> 788 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS. 

<222> (13).. (774) 

<400> 50 

gaa ttc ggc ate atg tgg cag ctg etc etc cca act get ctg eta ctt 48 

Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu 
1 5 10 

eta gtt tea get ggc atg egg act gaa gat etc cca aag get gtg gtg 96 

Leu Val Ser Ala Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val 

15 20 25 

ttc ctg gag cct caa tgg tac agg gtg etc gag aag gac agt gtg act 144 

Phe Leu Glu Pro Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr 

30 35 40 

ctg aag tgc cag gga gee tac tec cct gag gac aat tec aca cag tgg 192 

Leu Lys Cys Gin Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp 
45 50 55 60 

ttt cac aat gag age etc ate tea age cag gee teg age tac ttc att 240 

Phe His Asn Glu Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe He 

65 70 75 

gac get gee aca gtc gac gac agt gga gag tac agg tgc cag aca aac 288 

Asp Ala Ala Thr Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn 

80 85 90 

etc tec ace etc agt gac ccg gtg cag eta gaa gtc cat ate ggc tgg 336 

Leu Ser Thr Leu Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp 

95 100 105 

ctg ttg etc cag gee cct egg tgg gtg ttc aag gag gaa gac cct att 384 

Leu Leu Leu Gin Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He 
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110 

cab ctg agg tgt 
His Leu Arg Cys 
125 

tat tta cag aat 
Tyr Leu Gin Asn 



ttc tac 
Phe Tyr 

agg ggg 
Arg Gly 

acc ate 
Thr He 
190 
cct ggg 
Pro Gly 
205 

gtg gac 
Val Asp 



att cca 
He Pro 
160 
ctt ttt 
Leu Phe 
175 

act caa 
Thr Gin 

tac caa 
Tyr Gin 

aca gga 
Thr Gly 



aca aga gac tgg 
Thr Arg Asp Trp 
240 

gac aaa tga ccc 
Asp Lys 



cac age 
His Ser 
130 
ggc aaa 
Gly Lys 
145 

aaa gcc 
Lys Ala 

ggg agt 
Gly Ser 

ggt ttg 
Gly Leu 

gtc tct 
Val Ser 
210 
eta tat 
Leu Tyr 
225 

aag gac 
Lys Asp 



115 

tgg aag aac act 
Trp Lys Asn Thr 



ggc agg 
Gly Arg 

aca etc 
Thr Leu 

ElclSt 3,3,t 

Lys Asn 
180 
gca gtg 
Ala Val 
195 

ttc tgc 
Phe Cys 



aag tat 
Lys Tyr 
150 
aaa gac 
Lys Asp 
165 

gtg tct 
Val Ser 

tea acc 
Ser Thr 

ttg gtg 
Leu Val 



ttc tct gtg aag 
Phe Ser Val Lys 
230 

cat aaa ttt aaa 
His Lys Phe Lys 
245 

cag gat cc 



120 

get ctg cat 
Ala Leu His 
135 

ttt cat cat 
Phe His His 

age ggc tec 
Ser Gly Ser 

tea gag act 
Ser Glu Thr 
185 

ate tea tea 
He Ser Ser 

200 
atg gta etc 
Met Val Leu 
215 

aca aac att 
Thr Asn He 

tgg aga aag 
Trp Arg Lys 



aag gtc aca 432 
Lys Val Thr 
140 

aat tct gac 480 
Asn Ser Asp 
155 

tac ttc tgc 528 
Tyr Phe Cys 
170 

gtg aac ate 576 
Val Asn He 

ttc ttt cca 624 
Phe Phe Pro 

ctt ttt gca 672 
Leu Phe Ala 
220 

cga age tea 720 
Arg Ser Ser 
235 

gac cct caa 768 
Asp Pro Gin 
250 

788 



<210> 51 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<400> 51 

Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 

1 5 10 15 

Gly Met Arg Thr Glu Asp Leu Pro Lys Al'a Val Val Phe Leu Glu Pro 
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20 25 30 

Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 

35 40 45 . 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 

50 •. 55 60. 

Ser Leu lie Ser Ser Gin Ala Ser Ser Tyr Phe He Asp Ala Ala Thr 
65 70 75 80 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 

85 90 95 

Ser Asp Pro Val Gin Leu Glu Val His lie Gly Trp Leu Leu Leu Gin 

100 105 110 

Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 

115 120 125 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 

130 135 140 

Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr lie Pro 
145 150 155 > 160' 

Lys Ala Thr Leu. Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Phe 

165 170 175 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn lie Thr lie Thr Gin 

180 185 190 

Gly Leu Ala Val Ser Thr He Ser Ser Phe Phe Pro Pro Gly Tyr Gin 

195 200 205 

Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 

210 215 220 

Leu Tyr Phe Ser Val Lys Thr Asn He Arg Ser Ser Thr Arg Asp Trp 
225 230 235 240 

Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gin Asp Lys 
245 250 



<210> 52 

<211> 51 

<212> DNA 

• <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 52 

tgttggatcc tgtcaatgat gatgatgatg atgaccttga gtgatggtga t 51 

<210> 53 
<211> 620 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (13). .(609) 

<400> 53 

gaa ttc. ggc ate atg tgg cag ctg etc etc cca act get ctg eta ctt 48. 

Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu 
15 10 
eta gtt tea get ggc atg egg act gaa gat etc cca aag get gtg gtg 96 
Leu Val Ser Ala Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val 

15 20 25 

ttc ctg gag cct caa tgg tac agg gtg etc gag aag gac agt gtg act 144 
Phe Leu Glu Pro Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr 

30 35 40 

ctg aag tgc cag gga gec tac tec cct gag gac aat tec aca cag tgg 192 
Leu Lys Cys Gin Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp 
45 50 55 60 

ttt cac aat gag age etc ate tea age ca& gee teg age tac ttc att 240 
Phe His Asn Glu Ser Leu lie Ser Ser Gin Ala Ser Ser Tyr Phe He 

65 70 75 

gac get gee aca gtc gac gac agt gga gag tac agg tgc cag aca aac 288 
Asp Ala Ala Thr Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn 

80 85 90 

etc tec acc etc agt gac ccg gtg cag eta gaa gtc cat ate. ggc tgg 33 6 
Leu Ser Thr Leu Ser Asp Pro Val Gin Leu Glu Val His lie Gly Trp 

95 100 105 

ctg ttg etc cag gee. cct egg tgg gtg ttc aag gag gaa gac cct att 384 
Leu Leu Leu Gin Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He 
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110 

cac ctg agg tgt cac age 

His Leu Arg Cys His Ser 

125 130 

tat tta cag aat ggc aaa 

Tyr Leu Gin Asn Gly Lys 
145 

ttc tac att cca aaa gec 

Phe Tyr He Pro Lys Ala 
160 

agg ggg ctt ttt ggg agt 
Arg Gly Leu Phe Gly' Ser 
175 

acc ate act caa ggt cat 

Thr He Thr Gin Gly His 
190 



115 

tgg aag aac act get 
Trp Lys Asn Thr Ala 
135 

ggc agg aag tat ttt 
Gly Arg Lys Tyr Phe 
150 

aca etc aaa gac age 
Thr Leu Lys Asp Ser 
165 

aaa aat gtg tct tea 
Lys Asn Val Ser Ser 
180 

cat cat cat cat cat 
His His His His His 
195 



120 

ctg cat aag gtc aca 432 
Leu His Lys Val Thr 
140 • 

cat cat aat tct gac 480 
His His Asn Ser Asp 
155 

ggc tec tac ttc tgc 528 
Gly Ser Tyr Phe Cys 
170 

gag act gtg aac ate 576 
Glu Thr Val Asn He 
185 

tga cag gat cc 620 



<210> 54 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 

1 5 10 15 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 

20 25 30 

Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 

35 40 45 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 

50 55 60 

Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe He Asp Ala Ala Thr 
65 70 75 80 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 

85 90 95 

Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 
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Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 

' 115 120 125 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 

130 135. 140. 

Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe. Tyr lie Pro 
145 150 155 160 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Phe 

165 170 175 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn lie Thr lie Thr Gin 

180 " 185 190 

Gly His His His His His His 
195 
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